5 AM 

vdSJS^ Attachment 1 

BLAST 2 SEQUENCES RESULTS 

Query: SEQ ID NO:l of Serial No. 60/216,523 
Subject: SEQ ID NO: 1 of Serial No. 09/899,532 

Score = 3288 bits (1710), Expect = 0.0 
Identities = 1710/1710 (100%) 
Strand = Plus / Plus 



Query: 1 tggccctcgaggccaagaattcggcacgaggaggcggggagccagaggcgccaggaccct 60 

IIIIMIIIMIIIIIIIIIIIIIIIIIIIIII III IMIIIIIIIIMI II! Ill III I 

Sbjct : 1 tggccctcgaggccaagaattcggcacgaggaggcggggagccagaggcgccaggaccct 60 
Query: 61 cgcgtggcgctccagcaccccagaccgtggcggcgcctcgccttagggaagagcaaggga 120 

I Ml llllllllllllllllllllllllllllllll lllllllllllllllll llllll I 

Sbjct : 61 cgcgtggcgctccagcaccccagaccgtggcggcgcctcgccttagggaagagcaaggga 120 
Query: 121 agaactttatttgaaccgcgaacattttttggtcactgagatcgagtctcccagtgcttt 180 

IIMIIIIIMIIIIIIIIIIIIIIIIIIIIIEIII IIIIIIIIMIIMIII Ml INI 

Sbjct: 121 agaactttatttgaaccgcgaacattttttggtcactgagatcgagtctcccagtgcttt 180 
Query: 181 ggcttcccgcctctttatcgtgggtttgatccctgagctgctctcctttcccgaacctcc 240 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 it 1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 it 1 1 

Sbjct: 181 ggcttcccgcctctttatcgtgggtttgatccctgagctgctctcctttcccgaacctcc 240 
Query: 241 cggggtgcagcctagagccctcccgcgcggctgactccagagtagaggaagggaggcggc 300 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f i f 1 1 r i r 1 1 1 

Sbjct : 241 cggggtgcagcctagagccctcccgcgcggctgactccagagtagaggaagggaggcggc 300 
Query: 301 ctccggctggtcccccgaagccctcgctgccccgcagatgcggatggccagccagtagcg 360 

1 1 1 1 1 1 1 1 1 1 1 it i m it 1 1 1 1 1 1 1 1 1 it 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sb j ct : 301 c tccggc tggtcccccgaagccc tcgctgccccgcagatgcggatggccagccagtagcg 360 
Query: 361 ggcggtggccccgcgtcccgggagcgcacagcaatgcaggcgcttaacattaccccggag 420 

I MMMMMMMMMMIMIMIIIMI IMMIIMIIMI MMIIMIIMI 

Sbjct : 361 ggcggtggccccgcgtcccgggagcgcacagcaatgcaggcgcttaacattaccccggag 420 
Query : 421 cagtt etc teggctge tgcgggaccacaacc tgacgcgggagcagt teat cgc t c tgtac 480 

i 1 1 1 i 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 ! i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 J 1 1 1 1 1 

Sbjct: 421 cagttctctcggctgctgcgggaccacaacctgacgcgggagcagttcatcgctctgtac 480 
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Query : 481 cggc tgcgaccgct cgt c t acaccccagagc tgccgggacgcgccaagc tggccc tcgtg 540 

Mill lllllllll IIIIIMIIIIMIIIIIIIIIIIIIMIIIIIIMII llllll II 

Sbjct : 481 cggctgcgaccgctcgtctacaccccagagctgccgggacgcgccaagctggccctcgtg 540 
Query : 541 ctcaccggcgtgct catc t t cgccc tggcgc tc tt tggcaatgc tc tggtgt tc tacgtg 600 

Mill lllllllll IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMI llllllll 

Sbjct : 541 ctcaccggcgtgctcatcttcgccctggcgctctttggcaatgctctggtgttctacgtg 600 
Query: 601 gtgacccgcagcaaggccatgcgcaccgtcaccaacatctt tat ctgc tec t tggcgc tc 660 

1 i 1 1 1 1 1 1 1 1 1 1 1 ] 1 1 1 1 1 1 1 1 1 1 E i 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 601 gtgacccgcagcaaggccatgcgcaccgtcaccaacatctttatctgctccttggcgctc 660 



Query : 661 agtgacct get catcacct tc t t c tgcat t cccgtcaccat gc t ccagaacatt t ccgac 720 

1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 M M 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 661 agtgacctgctcatcaccttcttctgcattcccgtcaccatgctccagaacatttccgac 720 



Query: 721 aactggctggggggtgctttcatttgcaagatggtgccatttgtccagtctaccgctgtt 780 

M 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 M 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 

Sbjct : 721 aactggctggggggtgctttcatttgcaagatggtgccatttgtccagtctaccgctgtt 780 
Query : 781 gt gacagaaat cctcac tatgacctgcattgctgtggaaaggcaccagggac t tgtgcat 840 

1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 

Sb j c t : 781 gtgacagaaatcctcactatgacctgcattgctgtggaaaggcaccagggacttgtgcat 840 
Query : 841 cc 1 1 1 1 aaaatgaagtggcaatacaccaaccgaagggc 1 1 1 cacaatgc taggtgtggtc 900 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct : 841 ccttttaaaatgaagtggcaatacaccaaccgaagggctttcacaatgctaggtgtggtc 900 
Query : 901 tggctggtggcagt catcgt aggatcacccatgtggcacgtgcaacaac t tgagatcaaa 960 

1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 f i 1 1 1 1 1 1 1 1 1 1 i i 

Sb j c t : 901 tggctggtggcagtcatcgtaggatcacccatgtggcacgtgcaacaacttgagatcaaa 960 
Query : 961 tatgacttcctatatgaaaaggaacacatctgctgcttagaagagtggaccagccctgtg 1020 

I II 1 1 1 II M 1 1 1 1 1 i 1 1 1 El I M M 1 1 1 II E 1 1 1 1 1 1 1 M I IE 1 1 M 1 1 1 IE 1 1 II j 1 1 

Sbjct : 961 tatgacttcctatatgaaaaggaacacatctgctgcttagaagagtggaccagccctgtg 1020 
Query: 1021 caccagaagatctacaccaccttcatccttgtcatcctcttcctcctgcctcttatggtg 1080 

Mill lilill III IMIIIIIIMIIIIIIIIIMIIIIIIMIMIIIII llllllll 

Sbjct: 1021 caccagaagatctacaccaccttcatccttgtcatcctcttcctcctgcctcttatggtg 1080 
Query: 1081 atgcttattctgtacagtaaaattggttatgaactttggataaagaaaagagttggggat 1140 

II lllllllll III IMIMIMIMMIIMIMIMIMIMMIIIIIIIIIIIIM 

Sbjct: 1081 atgcttattctgtacagtaaaattggttatgaactttggataaagaaaagagttggggat 1140 
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Query: 1141 ggttcagtgcttcgaactattcatggaaaagaaatgtccaaaatagccaggaagaagaaa 1200 

II I III II 1 1 II I II III ! II I II II! Ill II I III II I II III I Ml III I II 1 1 1 II I 

Sbjct: 1141 ggttcagtgcttegaactattcatggaaaagaaatgtccaaaatagccaggaagaagaaa 1200 

Query: 1201 cgagctgtcattatgatggtgacagtggtggctctctttgctgtgtgctgggcaccattc 1260 

III III III IMIIIIIMIIIIIIII IIIIIIIIIIIIIIIIIIIIIIIIIMIIIIII 

Sbjct : 1201 cgagctgtcattatgatggtgacagtggtggctctctttgctgtgtgctgggcaccattc 1260 

Query: 1261 catgttgtccatatgatgattgaatacagtaattttgaaaaggaatatgatgatgtcaca 1320 

iiiiiiiiiiiiiii iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii i 

Sbjct: 1261 catgttgtccatatgatgattgaatacagtaattttgaaaaggaatatgatgatgtcaca 1320 

Query: 1321 atcaagatgatttttgctatcgtgcaaattattggattttccaactccatctgtaatccc 1380 

IIIIIIIIIIIIMIIIIIIII IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMI I 

Sbjct: 1321 atcaagatgatttttgctatcgtgcaaattattggattttccaactccatctgtaatccc 1380 

Query: 1381 attgtctatgcatttatgaatgaaaacttcaaaaaaaatgttttgtctgcagtttgttat 1440 

III IIIMI III lllllllllllllllllllll IIIIIIIIIIIIIII llllllllllll 

Sbjct: 1381 attgtctatgcatttatgaatgaaaacttcaaaaaaaatgttttgtctgcagtttgttat 1440 

Query: 1441 tgcatagtaaataaaaccttctctccagcacaaaggcatggaaattcaggaattacaatg 1500 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct: 1441 tgcatagtaaataaaaccttctctccagcacaaaggcatggaaattcaggaattacaatg 1500 

Query: 1501 atgcggaagaaagcaaagttttccctcagagagaatccagtggaggaaaccaaaggagaa 1560 

I II III III I II III IIIMI I II III III III III III I IIIMI II III I II III II I 

Sbjct: 1501 atgcggaagaaagcaaagttttccctcagagagaatccagtggaggaaaccaaaggagaa 1560 

Query : 1561 gcat tcagtgatggcaacat tgaagtcaaattgtgtgaacagacagaggagaagaaaaag 1620 

lllllllll III III IIIMI llllllllllll llllllllllllllllllllllllll I 

Sbjct: 1561 gcattcagtgatggcaacattgaagtcaaattgtgtgaacagacagaggagaagaaaaag 1620 



Query: 1621 ctcaaacgacatcttgctctctttaggtetgaactggctgagaattctcctttagacagt 1680 

IMIIIMI Ml IMIIIIII IIIIMIIIIIIIIIIIIIIIIMMIIMIMIMIII 

Sbjct : 1621 ctcaaacgacatcttgctctctttaggtctgaactggctgagaattctcctttagacagt 1680 



Query: 1681 gggcattaattataacaatatcttcataat 1710 

lllllllll Ml lllllllll lllllllll 

Sbjct: 1681 gggcattaattataacaatatcttcataat 1710 
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Attachment 2 

BLAST 2 SEQUENCES RESULTS 



Query: SEQ ID N0:2 of Serial No. 60/216,523 
Subject: SEQ ID NO:2 of Serial No. 09/899,532 



Score = 865 bits (2235), Expect = 0.0 

Identities = 431/431 (100%), Positives = 431/431 (100%) 



Query: 


1 


MQALNITPEQFSRLLRDHNLTREQFIALYRLRPLVYTPELPGRAKLALVLTGVLIFALAL 


60 






MQALNITPEQFSRLLRDHNLTREQFIALYRLRPLVYTPELPGRAKLALVLTGVLIFALAL 




Sbjct: 


1 


MQ ALNI TPEQF SRLLRDHNLTREQF I AL YRLR PL VYTPEL PGRAKL ALVLTGVL I F AL AL 


60 


Query : 


61 


FGNALWYVVTRSKAMRTVTNIFICSLALSDLLITFFCIPVTMLQNISDNWLGGAFICKM 


120 






FGNALVF YWTRSKAMRTVTNI F IC SLAL SDLL ITFFC I PVTMLQNI SDNWLGGAF ICKM 




Sbjct: 


61 


FGNALVF YWTRSKAMRTVTNI F IC SLAL SDLLITFFC I P VTMLQNI SDNWLGGAF ICKM 


120 


Query: 


121 


VPFVQSTAWTE I LTMTC I AVERHQGLVH PFKMKWQYTNRRAFTMLGWWLVAVI VG S PM 


180 






VPFVQSTAWTE I LTMTC I AVERHQGLVH PFKMKWQYTNRRAFTMLGVVWLVAVI VG S PM 




Sbjct: 


121 


VPFVQSTAWTE I LTMTC I AVERHQGLVH PFKMKWQYTNRRAFTMLGVVWLVAVIVG S PM 


180 


Query: 


181 


WHVQQLEIKYDFLYEKEHICCLEEWTSPVHQKIYTTFILVILFLLPLMVMLILYSKIGYE 


240 






WHVQQLEIKYDFLYEKEHICCLEEWTSPVHQKIYTTFILVILFLLPLMVMLILYSKIGYE 




Sbjct: 


181 


WHVQQLEIKYDFLYEKEHICCLEEWTSPVHQKIYTTFILVILFLLPLMVMLILYSKIGYE 


240 


Query: 


241 


LWIKKRVGDGSVLRTIHGKEMSKIARKKKRAVIMMVTWALFAVCWAPFHVVHMMIEYSN 


300 






LWIKKRVGDGSVLRTIHGKEMSKIARKKKRAVIMMVTWALFAVCWAPFHVVHMMIEYSN 




Sbjct: 


241 


LWIKKRVGDGSVLRTIHGKEMSKIARKKKRAVIMMVTWALFAVCWAPFHVVHMMIEYSN 


300 


Query: 


301 


FEKEYDDVTIKMIFAIVQIIGFSNSICNPIVYAFMNENFKKNVLSAVCYCIVNKTFSPAQ 


360 






FEKEYDDVTIKMIFAIVQIIGFSNSICNPIVYAFMNENFKKNVLSAVCYCIVNKTFSPAQ 




Sbjct: 


301 


FEKEYDDVTIKMIFAIVQIIGFSNSICNPIVYAFMNENFKKNVLSAVCYCIVNKTFSPAQ 


360 


Query: 


361 


RHGNSGITMMRKKAKFSLRENPVEETKGEAFSDGNIEVKLCEQTEEKKKLKRHLALFRSE 


420 






RHGNSGITMMRKKAKFSLRENPVEETKGEAFSDGNIEVKLCEQTEEKKKLKRHLALFRSE 




Sbjct: 


361 


RHGNSGITMMRKKAKFSLRENPVEETKGEAFSDGNIEVKLCEQTEEKKKLKRHLALFRSE 


420 


Query: 


421 


LAENSPLDSGH 431 








LAENSPLDSGH 




Sbjct: 


421 


LAENSPLDSGH 431 
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